Estimated DNA-DNA Hybridization (eDDH)

1 2 3 4 5 6 7 8 9 10 11

Flavobacterium gabrieli sp. KJJ 1 26.1 25.2 26.7 25.3 25.0 24.8 22.5 20.9 19.6 19.1
Flavobacterium chilense LMG 26360" 2 85.8 24.8 27.3 24.6 25.7 24.7 22.3 20.7 19.8 18.9
Flavobacterium denitrificans DSM 15936' 3 85.8 84.1 24.6 24.3 25.9 24.1 22.0 20.5 20.0 19.3
Flavobacterium hibernum DSM 12611" 4 85.2 85.9 83.6 25.3 24.9 24.7 23.3 21.1 20.1 18.6
Flavobacterium reichenbachii LMG 25512" 5 84.0 82.4 82.7 82.4 24.9 24.0 22.2 20.9 19.4 18.9
Flavobacterium johnsoniae uw101' 6 83.5 83.4 84.8 82.6 82.7 24.2 22.6 20.8 20.3 19.8
Flavobacterium chungangense LMG 26729" 7 82.5 80.9 81.9 81.7 81.2 81.1 22.1 21.0 19.4 18.7
Flavobacterium hydatis DSM 2063" 8 78.3 78.0 78.0 79.7 76.3 77.1 77.0 21.4 20.1 18.4
Flavobacterium glaciei CGMCC 1.5380" 9 75.3 74.8 74.7 74.8 74.4 74.1 74.3 76.0 19.9 19.1
Flavobacterium aquatile LMG 4008’ 10 | 68.0 67.6 67.8 67.5 67.4 67.2 67.5 67.5 70.1 194
Mesoflavibacter zeaxanthinifaciens DSM 18436" 11 | 58.8 58.0 58.5 58.2 58.1 58.3 58.4 58.4 59.8 58.3

Average Amino Acid Identity (AAl)




