Identification and Characterization of Sejongia lycomia sp. nov.,
a Unique Isolate from Loyalsock Creek
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« The aim of this study is to identify and characterize a potentially novel Sequenca L:lel] 1 q —
organism that was isolated from the Loyalsock Creek in Lycoming County, Loega- 47101 7) a :
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« In lotic ecological systems (as is the case with Loyalsock Creek), bacteria Nitrate Reduction —_—
primarily fill a variety of roles, such as decomposing organic material, biofilm z =08 : = =
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communities, nutrient cycling, and/or in commensal relationships with stream s/ Flus
organisms.
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«ldentifying a novel bacteria species from the Loyalsock Creek can provide more SOACRGTATITATH
insight into the microbial communities that exist within that ecosystem.

« If an undiscovered bacterium has a particularly important role to play, then this
could impact the environmental system and how it is viewed.
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*Our hypothesis is that Sejongia lycomia JJC, one of the organisms that

was isolated for Lycoming College's Microbiology course, is indeed a

novel species based upon preliminary studies u ng Bergey's Manual of

Determinative Microbiology as well as comparison and alignment of the

16S rRNA sequence. 96.9 956
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Creek sediment sample diluted,
spread on TSA, incubated for
2d.
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Isolated colonies selected,
restreaked to obtain pure
cultures.
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PCR with Pril for 16S rRNA ! 892 250
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' 99101 5160 2120 *Sejongia lycomia JJC is a novel organism belonging to the Sejongia genus in the
BLAST2 Alignment to determine 15:0 anteiso 15.20 24.20 Flavobacteriaceae family.
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This conclusion is based upon 16S sequence homology of less than 97% and a unique

sequencing with 27f, 1492r,
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1 | o000 | +Future work includes an Honors Thesis Project in Spring 2008, where further characterization
and 785f primers ' Compare to Type strains at
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will take place using Phenotypic Arrays as well as further biochemical and growth testing.
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m-ﬁ_ Systematic and Evolutionary Microbiology as well as make 16S sequence available for use by
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